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WHO

WHO ThelINN Programme, WHO, Geneva

o The use of stemsin the selection of International Nonproprietary Names (INN) for
pharmaceutical substances, WHO/EMP/RHT/TSN/2018.1, World Health Organization,
Geneva, 2018,

https.//www.who.int/medi cines/services/inn/StemBook _2018.pdf

o Addendum to "The use of stemsin the selection of International Nonproprietary Names
for Pharmaceutical Substances', WHO/EMP/RHT/TSN/2018.1 ,World Health
Organization, Geneva, 2020,

https://cdn.who.int/media/docs/def aul t-source/i nternati onal -nonproprietary-names-
(inn)/addendum-stembook2018-202012. pdf
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Names for radicals & groups comprehensive list, WHO/EMP/RHT/TSN/2015.1, World
Health Organization, Geneva, 2015,
https.//mwww.who.int/medi cines/services/inn/Radical Book2015. pdf
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INN
WHO

Haworth

WHO
The graphic representation of chemical formulae in the publications of International
Nonproprietary Names (INN) for pharmaceutical substances. WHO/PHARM/95.579,
World Health Organization, Geneva, 1996,
https://apps.who.int/iris’handl e/10665/63585
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Gao1 Ga 2 GIcNAC Gd

GlcNAc-Man N Fucl;
(Gal-)g 1 Man—-GlcNAc-GIcNAc
GlcNAc-Man /
GIcNACc Fuco
Gal-GIcNAc-Man N (Fulc)0,1
(NeuAc—)g.o Man-GIcNAc-GIcNAC

Gal-GIcNAc-Man 4

Fuca1

3/6Galp1-4GIcNAcB1-2Mana1 é

(NeuAca2-)g.o 3Man[31 -4GIcNAcPB1-4GIcNAC
3/6Galp1-4GIcNAcp1-2Mana1”

SH
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@ |sasynthetic human oxytocin analog (Leu8Lys) consisting of 9 amino acid residues.

e Leu8Lys 9

| \
Cys-Tyr-lle-GIn-Asn-Cys-Pro-Lys-Gly-NH,

Ca3sHe7N13013S2  1,038.20

® is arecombinant human growth hormone analog which corresponds to amino acid
residues at positions 101 — 191 of human growth hormone. @ is a peptide consisting of
91 amino acid residues.

e 101 191

LVYGASDSNV YDLLKDLEEG | QTLMGRLED GSPRTGQ FK QI'YSKFDTNS 50
HNDDALLKNY GLLYCFRKDM DKVETFLRI V QCRSVEGSCG F 91

CassH708N1220145S  10,367.55
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@ |sarecombinant human growth hormone analog corresponding to amino acid residues
at positions 51 — 191 of human growth hormone, whose amino acid residue is substituted
at 1 position (K90S), and whose K20 ismyristoylated. @ isamodified protein consisting
of 141 amino acid residues.

i 51 191
1 K90S K20
e 141

H3C\/\/\/\/\/\/\fO

SLSZFSESI PT PSNREETQQK SNLELLRI SL LLI QGW.EPV QFLRSVFANS 50

LVYGASDSNV YDLLKDLEEG | QTLMERLED GSPRTGQ FS QT YSKFDTNS 100

I
HNDDALLKNY G_LLYCFRKDM DKVETFLRI V QCRSVEGSCG F 141

C723H1135N 1890225 16,267.27

PEG 2

@ isarecombinant human insulin analog, in which amino acid residues are substituted at
2 positions (A-chain: 110K, B-chain: L15K), to which an average of two methoxy
polyethylene glycol groups (molecular weight: ca. 5,000) are covalently bound (potential
pegylation sites: A-chain: G1, K10; B-chain: F1, K15, K29). @ is a pegylated peptide
(molecular weight: ca.15,000) whose peptide moiety is composed of an A-chain consisting
of 21 amino acid residues and a B-chain consisting of 30 amino acid residues.

e 2 A
10K B L15K 2
5,000 PEG A Gl K10 B F1
K15 K29 ® PEG 15,000
21 A 30 B

18



A G VE&|CTSK EISLYQL EN\;C N 21

B FVNQHL CGSH LVEAKYLVCG ERGFFYTPKT 30
A Gl A K10 B F1 B K15 B K29 PEG

HaC @ peptide
© n
o)

Cos7H385N67077S  5,837.60 2
A CooH154N26035S  2,396.70
B CissH235N11042S,  3,444.94

@ |sarecombinant human interferon gamma, which is produced in CHO cells. ® isa
glycoprotein (molecular weight: ca. 21,000) consisting of 146 amino acid residues.

e CHO
e 146 21,000
CYCQDPYVKE AENLKKYFNA GHSDVADNGT LFLA LKNWK EESDRKI MJS 50
Q VSFYFKLF KNFKDDQSI Q KSVETI KEDM NVKFFNSNKK KRDDFEKLTN 100
YSVTDLNVQR KAI HELI QVM AELSPAAKTG KRKRSQWLFR GRRASQ 146
N28 N100
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N28

Mana 1\
Mana1.
.3 6
Mano1 Manp1-4GIcNAcB1-4GIcNAC
Mana1”
N100
Fuca1
3Galp1-4GIcNAcB1-2Mana < é

(NeuAca2-)g.0 3Man[31 -4GIcNAcB1-4GIcNAc
3Galp1-4GIcNAcB1-2Mana1”

C761H1206N2140225Ss  17,145.41

1gG

® |sarecombinant anti- ** monoclonal antibody derived from human 1gG1.

® |s arecombinant anti- ** monoclonal antibody whose complementarity-determining
regions are derived from © antibody and other regions are derived from human IgG1.

e |sarecombinant anti- ** monoclonal antibody whose variable regions are derived from
1 antibody and other regions are derived from human I1gGL.

® is produced in CHO cells. ® is a glycoprotein (molecular weight: ca.150,000)
composed of 2 H-chains (y1-chains) consisting of 459 amino acid residues each and 2 L-
chains (k-chains) consisting of 214 amino acid residues each.

20



L J *x 1gG1
® **
1gG1
® **
1gG1
o CHO o 459
2 214 L kK 2
150,000
H

EVQLVESGGEG LVOQPGGSLRL SlCAASGFTFT SYWWBW/RQA PGKGLEWAN

| KQEGSEKTY VDATKGRFTI

I
TRDNAKNSLY LQWNSLRAED TAVYYCAREF

ESTMISVNAD YYYFYMDW\G KGTTVTVSSA STKGPSVFPL APSSKSTSGG

TAALGCLVKD YFPEPVTVSW NSGALTSGVH TFPAVL(QSSG LYSLSSWTV

PSSSLGTQTY | CNVNHKPSN TKVDKRVEPK SCDKTHTCPP CPAPELLGGP

SVFLFPPKPK DTLM SRTPE VTCVVWDVSH EDPEVKFNWY VDGVEVHNAK

TKPREEQYNS TYRVVSVLTV LHQDW.NGKE YKCKVSNKAL PAPI EKTI SK

AKGOQPREPQV YTLPPSREEM TKNQVSLTCL VKGFYPSDI A VEWESNGQPE

NNYKTTPPVL DSDGSFFLYS KLTVDKSRWQ QGNVFSCSVM HEALHNHYTQ

KSLSLSPGK
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L

ELGMIQSPSS VSASVGDRVT | TCRASHSI S TYLNWWQLKP GKAPKLLI YA 50
ASSLQSGVPS RFSGSGSGTD FSLTI NSLQP EDFATYY(l:QQ TFSPSGTFGQ 100
GTKVELKRTV AAPSVFI FPP SDEQLKSGTA SWCLLNNFY PREAKVQ/KY 150
DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK LYACEVTHQG 200
LSSPVTKSFN RGEC 214
H El1 H N309 H K459

H C232-L C214 H C238-H C238 H C241-H C241

Fuca1
4GIcNAcB1-2Mana < é

(GalBl-)o2 Manp1-4GlcNAcB1-4GIcNAC
4GIcNAcB1-2Mano1

Ce536H10006N 17360205448 147,395.62 4
H Co251H3470N5040603S18 - 50,520.39
L C1017H1580N2740334Ss  23,181.45

@ |sarecombinant fusion glycoprotein composed of an extracellular domain of human
CD28 at positions 1 — 133 and modified Fc domain of human 1gG1 (P147S) at positions
134 — 356. @ is produced in NSO cells. @ is a glycoprotein (molecular weight: ca.
90,000) composed of 2 subunits consisting of 356 amino acid residues each.

® 1 133 CD28
134 356 IgGl Fc P147S e
NSO e 356
2 90,000
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-
KI LVLQSPML VAYDNAVNLS CKYSYNLFSR EFRASLHKGL DSAVEVCWWY
|

PPYLDNEKSN GT1 | HVKGKH LCPSPLFPGP SKPTCPPCPA PELLGGSSVF
LFPPKPKDTL M SRTPEVTC VWWDVSHEDP EVKFNWYVDG VEVHNAKTKP
REEQYNSTYR WSVLTVLHQ DW.NGKEYKC KVSNKALPAP | EKTI SKAKG
QPREPQVYTL PPSREEMIKN QVSLTCLVKG FYPSDI AVEW ESNGOQPENNY
KTTPPVLDSD GSFFLYSKLT VDKSRWIQGN VFSCSVMHEA LHNHYTQKSL

SLSPGK

N18 N52 N73 N86 N110 N206 K356

N18 N86

Man\

Man
s AN
Man Man-GIcNAc-GIcNAc

Man/

N52 N73 N110

Gal-GIcNAc-Man N Fuc

|
(NeuAc-)g.o Man-GIcNAc-GIcNAc
Gal-GIcNAc-Man 4

N206
GIcNAc—Man\ Fu?
(Gal-)g.z Man-GIcNAc-GIcNAc
GIcNAc-Man 4
C3604H5538N93401070S24  80,160.36 2

Ci1802H2769N 4670535517 40,080.18
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@ |sarecombinant human IgG1 Fc domain analog corresponding to amino acid residues
at positions 221 — 447 (Eu numbering) of human 1gG1, five amino acid residues of which
are substituted (M32Y, S34T, T36E, H213K, N214F). @ is produced in CHO cells. ®
isaglycoprotein (molecular weight: ca. 54,000) composed of 2 subunits consisting of 227
amino acid residues each.

- lgG1 Fc IgG1 221 447
Eu 5 M32Y S34T
T36E H213K N214F e CHO -
227 2
54,000
B DKTHTCPPCP APELLGGPSV FLFPPKPKDT LYl TREPEVT (l.‘,\/\ND\/SHED 50_
PEVKFNWYVD GVEVHNAKTK PREEQYNSTY RVVSVLTVLH QDW.NGKEYK 100
%KVSNKALPA Pl EKTI SKAK GQPREPQVYT LPPSRDELTK I\IQ\/SLT(|JI_VK 150
GFYPSDI AVE WESNGOQPENN YKTTPPVLDS DGSFFLYSKL TVDKSRWQQG 200
NVFSEZSVM—E ALKFHYTQKS LSLSPGK 227 )
N77 K227

C6-C6 C9-C9

Fuca1
4GIcNAcB1-2Mana \6 é
(Galp1-)o-2 Manp1-4GIcNAcp1-4GIcNAC

4GIcNAcf1-2Manot

C2310H3554N6020692S14  51,279.46 2
Cu155H1779N3010346S7  25,641.75
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-Fc

® |s a recombinant fusion glycoprotein containing modified human glucagon-like
peptide-1 at positions 1 — 31 and modified Fc domain of human IgG4 at positions 48 — 275,
in which amino acid residues are substituted at 6 positions (A2G, G16E, R30G, S57P,
F63A, L64A). @ isproduced in CHO cells. @ isaglycoprotein (molecular weight: ca.
63,000) composed of 2 subunits consisting of 275 amino acid residues each.

e 1 31
1 48 275 1gG4 Fc 6
A2G GIl16E R30G S57P F63A L64A Y
CHO Y 275 2
63,000
HGEGTFTSDV SSYLEEQAAK EFI AWLVKGG GGEGEGESGEEEG SGGEESAESK 50
YGPPCPPCPA PEAAGGPSVF LFPPKPKDTL M SRTPEVTC VVWWDVSQEDP 100
EVQFNWYVDG VEVHNAKTKP REECQFNSTYR WSVLTVLHQ DW.NGKEYKC 150
KVSNKGLPSS | EKTI SKAKG QPREPQVYTL PPSQEEMIKN Q\/SLTClll_VKG 200
FYPSDI AVEW ESNGQPENNY KTTPPVLDSD GSFFLYSRLT VDKSRWQEGN 250
VFS&ISVM—EA LHNHYTCQKSL SLSLG 275
N126

C55-C55 (C58-C58

Fuca1
4GIcNAcB1-2Mana \6 6|
(Galp1-)o,1 Manp1-4GIcNAcB1-4GIcNAC

3
4GIcNAcf1-2Mana 1 ”

Co646H4044N7040836S18  59,669.81 2
C1323H2024N3520418S  29,836.92
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10 lgG

® s a recombinant anti- A and anti- m bispecific monoclona antibody whose
complementarity-determining regions are derived from rat and mouse antibodies, and other
regions are derived from human 1gG4. Inthe anti- A  H-chain, the amino acid residues are
substituted at 7 positions (K202Q, S231P, F299Y, E359K, R412K, H438R, L448P), and
G449 and K450 at the C-terminus are deleted. In the anti-m H-chain, the amino acid
residues are substituted at 6 positions (A198Q, S227P, F295Y, R408K, K438E, L444P),
and G445 and K446 at the C-terminus are deleted. @ isproduced in CHO cells. ® isa
glycoprotein (molecular weight: ca. 148,000) composed of an anti- A H-chain (y4-chain)
consisting of 448 amino acid residues, an anti-m H-chain (y4-chain) consisting of 444
amino acid residues and 2 L-chains (k-chains) consisting of 214 amino acid residues each.

o A -
1gG4
A-H 7 K202Q S231P F299Y E359K R412K
H438R L448P C G449 K450 m-H
6 A198Q S227P F295Y R408K K438E L444P
C G445 K446 e CHO
e 448 A-H y4 1 444
mH 4 1 214
L K 2 148,000

26



A-H
QVQLVESGGG

| SPSGQSTYY

GREYGGGWF

LVOQPGGESLRL S(l.‘AASGFTFS YYDl QAWRQA

PGKGLEW/SS

RREVKGRFTI SRDNSKNTLY LQWNSLRAED

DYWEQGTLVT VSSASTKGPS VFPLAPCSRS

|
TAVYYCARRT

TSESTAAL G(|3

LVKDYFPEPV
TQTr YT}:NVDH

KDTLM SRTP

STYRWSVLT
VYTLPPSQKE
LDSDGSFFLY
m-H
QVQLVQSGSE
| NTRSGGSI Y

SYGYYLDEWG

TVSWNSGALT SGVHTFPAVL QSSGLYSLSS
KPSNTKVDKR VESKYGPPCP PCPAPEFLGG
EVTCVWVDVS QEDPEVQFNW YVDGVEVHNA
VLHQDW.NGK EYKCKVSNKG LPSSI EKTI S
MIKNQVSLTC LVKGFYPSDI AVEWESNGQP

SKLTVDKSRW QEGNVFSCSV MHEALHNRYT

LKKPGASVKY S(llKASGYT FT DNNVDW/RQA

WTVPSSSLG
PSVFLFPPKP
KTKPREEQYN
KAKGQPREPQ
ENNYKTTPPV

QKSLSLSP

PGQGL EWVED

NEEFQDRVI M TVDKSTDTAY MELSSLRSED

EGTLVTVSSA STKGPSVFPL APCSRSTSES

|
TATYHCARRK

TAAL G(llLVKD

YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSWTV

TCNVDHKPSN
M SRTPEVTC
WSVLTVLHQ
PPSQEEMTKN
GSFFLYSKLT

L
DI QUTQSPSS

TKVDKRVESK YGPPCPPCPA PEFLGGPSVF
VVWDVSQEDP EVQFNWYVDG VEVHNAKTKP
DW.NGKEYKC KVSNKG.PSS | EKTI SKAKG
QVSLTCLVKG FYPSDI AVEW ESNGOQPENNY

VDKSRWQEGN VFSCSVMHEA LHNHYTQESL

LSASVGDRVT | TCKASRNI E RQLAWQQKP

PSSSLGTQTY
LFPPKPKDTL
REEQYNSTYR
QPREPQVYTL
KTTPPVLDSD

SLSP

GQAPELLI YQ

|
ASRKESGVPD RFSGSRYGID FTLTI SSLQP EDI ATYYCQQ YSDPPLTFGG

GTKVEI KRTV AAPSVFI FPP SDEQLKSGTA SVVCLLNNFY PREAKVQVKV

DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG

LSSPVTKSFN RGEC

A-H Q1 wm-H Q1

A-H N300 wm-H N29%

A-H Cl137-L C214 wm-H C133-L
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A-H C229- wm-H C225 A-H C232—- m-H C228
Fuca
4GIcNAcB1-2Manat < é
(Galp1-)o-2 Manp1-4GIcNAcB1-4GIcNAC
4GIcNAcB1-2Manat 3
Ce434H0040N 172400047545 145,637.02 4
A-H C2204H3385N58806790S15  49,464.97
m-H C2164H3334N5720690S18  48,980.22
L C1033H1614N2820330S  23,599.94
11 sckv-sckv

® |s arecombinant single-chain bivalent bispecific monoclona antibody (scFv-scFv)
composed of variable regions of an L-chain derived from mouse anti- o antibody at
positions 1 — 111, an H-chain derived from mouse anti- o antibody at positions 127 — 250,
an H-chain of mouse anti-m antibody at positions 256 — 374, and an L-chain derived from
mouse anti-m antibody at positions 393 — 498. e is aprotein consisting of 504 amino

acid residues.
L sckv-sckv
1 111 A L 127 250 A
H 256 374 - H 393
498 ] L e 504
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DI QLTQSPAS LAVSLGRAT | S(EKAS@VD YDGDSYLNWY  QQI PGQPPKL 50

|
LI YDASNLVS G PPRFSGSG SGIDFTLNI H PVEKVDAATY HCQQSTEDPW 100

TFGGGTKLEI KGGEEGESGEEEG SCEEESQVQL QRSGAELVRP GSSVKI S@ 150
SGYAFSSYWM NVWKCOQRPGQG LEW GQ WPG DGDTNYNGKF KGKATLTADE 200
SSSTAYMQLS SLASEDSAVY FéARRI:_I"I_I'V GRYYYAMDYW GQGT TVTVSS 250
GGEGESD KLQ QSGAELARPG ASVKI\/BCllKT S GYTFTRYTMH W/KOQRPGQGL 300
\{(\j\VGYI NPSR GYTNYNCQKFK DKATLTTDKS SSTAYMQLSS LTSEDSAVYY 350
RYYDDHYC LDYWGSQGTTL TVSSVEGGSG GSGGSGGSGG VDDI QLTQSP 400

Al MSASPGEK VTMT(l.“RASSS VSYMWYQK SGTSPKRW Y DTSKVASGVP 450
YRFSGSGSGTI SYSLTI SSME AEDAATYYCI:Q QASSNPLTFG AGTKLELKHH 500
HHHH 504

C2367H3577N6400772S19  54,085.85

12 VH-VH'-VH

@ |sarecombinant single-chain trivalent bispecific monoclonal antibody (VH-VH’-VH)
composed of variable regions of anti- A antibody at positions 1 — 115 and 249 — 363, and
a variable region of anti-m antibody at positions 125 — 239, whose complementarity-
determining regions are derived from heavy-chain antibody from Lama glama and other
regions are derived from human IgGl. @ is a protein consisting of 363 amino acid
residues.

- VH-VH'-VH

1 115 249 363 A 125 239

1gG1 e 363
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EVQLVESGGEG LVQPGGSLRL S(leASG:TFS DYWMYW/RQA PGKGLEWSE

|
I NTNGLI TKY PDSVKGRFTI SRDNAKNTLY LQWNSLRPED TAVYYCARSP

SGFNRGQGTL VTVSSGEEES GGGSEVQLVE SGGELVQPGN SLRLSCAASG

FTFSSFGVBW VRQAPGKGLE W/SSI SGSGS DTLYADSVKG RFTI SRDNAK

[
TTLYLQWNSL RPEDTAVYYC Tl GGSLSRSS QGTLVTVSSG GGGSGGGSEV

QLVESGGGELV QDGGSLRLS(ll AASGFTFSDY VWYW/RQAPG KGLEW/SEI N

|
TNGLI TKYPD SVKGRFTI SR DNAKNTLYLQ MNSLRPEDTA VYYCARSPSG

FNRGQGTLVT VSS

VH’

Ci682H2608N 4720538512 38,434.32

13

® s a pegylated recombinant protein (molecular weight: ca. 34,000) containing mm
bindingto A . Theprotein moiety consists of 135 amino acid residues, and aPEG (average

molecular weight: ca. 20,000) is attached to the C135 viaalinker.
e PEG 34,000

m 135
20,000
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GSDLDKKLLE AARAGQDDEV RI LMANGADV NARDSTGWP LHLAAPWGEHP 50

El VEVLLKNG ADVNAADFQG WIPLHLAAAV GHLEI VEVLL KYGADVNAQD 100
KFCGKTAFDI S | DNGNEDLAE | LOKAAGEES GGGSC 135
C135 PEG

O 0
/O\L/\ N )J\/\
HyC o, H N S™Cys
O

*URTA VREDHBERF
Ce17Ho60N1730100S,  14,058.47

14

@ |san antibody-drug-conjugate (molecular weight: ca. 153,000) consisting of Vedotin
((3RS)-1-(6-{[(2S)-1-{[(2S)-5-(carbamoylamino)-1-{ 4-[ ({ [ (2S)-1-{[(2S)-1-{[(3R,4S,55)-
1-{(25)-2-[(1R,2R)-3-{[(1S,2R)-1-hydroxy- 1-phenyl propan-2-yl]amino} - 1-methoxy-2-
methyl-3-oxopropyl] pyrrolidin-1-yl} -3-methoxy-5-methyl- 1-oxoheptan-4-
yl](methyl)amino} -3-methyl-1-oxobutan-2-yl]amino} -3-methyl - 1-oxobutan-2-
yl](methyl)carbamoyl} oxy)methyl]anilino} - 1-oxopentan-2-yl]amino} -3-methyl-1-
oxobutan-2-yl]amino} -6-oxohexyl)-2,5-dioxopyrrolidin-3-yl group (CesH106N11015;
molecular weight: 1,317.63)), which is composed of monomethyl auristatin E and linker,
attached to an average of four cysteine residues of the recombinant monoclonal antibody.
The antibody moiety is arecombinant anti- A monoclonal antibody derived from human
IgG1 and produced in CHO cells. The protein moiety is a glycoprotein (molecular
weight: ca. 148,000) composed of 2 H-chains (y1-chains) consisting of 448 amino acid
residues each and 2 L-chains (k-chains) consisting of 214 amino acid residues each.

e 153,000
4 E
(3RS)-1-(6-{[(25)-1-{ [(25)-5~( )-1-{4-[({[(25)-1-
{[(29)-1-{[(3R,4S,55)-1-{ (25)-2-[ (1R,2R)-3-{[(1S,2R)-1- -1-

31



2] }-1- -2

-5- 1-
-2- ] }-3- -1-
) ] }-1-
2. ] }-6-
CesH106N11015 1,317.63
A
448
L x 2

H

-2- ] }-3-
)-2,5-
lgG1 CHO
H vl 2

EVQLLESGGG LVQPGGSLRL SCIIAASGFTFS NYAVBVWRQA PGKGLEW/SS

| SGSGEYTYY TDSVKCGRFTI SRDNSKNTLY
WGYYLDSWEQ GTLVTVSSAS TKGPSVFPLA

LQWSLRAED TAVYYCARSP
PSSKSTSGGI AAL (5(|3|_VKDY

\{;E/PVTVSV\N SGALTSGVHT FPAVLQSSGL
NHKPSNT KVDKRVEPKS CDKTHTCPPC
TLM SRTPEV TCVWVDVSHE DPEVKFNWYV
|—|
YRVVSVLTVL HQDW.NGKEY KCKVSNKALP
TLPPSREEMI KNQVSLTCLV KGFYPSDI AV
|—l
SDGSFFLYSK LTVDKSRWIQ GNVFSCSVMVH

L

DI QUTQSPPS LSASACGDRVT | TICRAS(XEI S

YSLSSWTVP SSSLGTQTYI
PAPELLGGPS VFLFPPKPKD
DGVEVHNAKT KPREEQYNST
APl EKTI SKA KGQPREPQVY
EVESNGQPEN NYKTTPPVLD
EALHNHYTQK SLSLSPGK

SRLAWYQOKP EKAPKSLI YA

ASSLQSGVPS RFSGSGSGID FTLTI SSLQP
GTKLEI KRTV AAPSVFI FPP SDEQLKSGTA
DNAL QSGNSQ ESVTEQDSKD STYSLSSTLT

LSSPVTKSFN RGEC

H El1

H

H C221 H C227 H C230 L
H C221-L C214 H C227-H C227 H C230-H C230
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EDFATYYOQQ YNSYPYTFGQ
SVWWCLLNNEY PREAKVQUKV

LSKADYEKHK VYACEVT HQG

N298 H

C214

K448

214
148,000

100
150
200
250
300
350
400
448
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100
150
200
214



Fuca1

4GIcNAcB1-2Manat < é

(Galp1-)o-2 Manp1-4GIcNAcB1-4GIcNAC
4GIcNAcp1-2Mana1”

S*—-glycoprotein

33



Ce418H9906N 171002022544

144,782.43

H C2183H3367N5700674S16  49,019.61
L Ci026H1500N2760337S  23,375.64
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INN

A4
JAN
JAN INN
INN
JAN INN
coo ate( © o o _Sulfate)
O O O O O O
© o o_Sodium ocoo
coo_ ide( © o o_Chloride)
Chloride
O OO O OO
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OCoOo_ ate( © o o _Benzoate)

O OO oo O
INN
coo_ ( o o o_Pivoxil)
O O O el Xe)
INN

© o o _Hydrate

Hydrate oo o
coo_ ( o o o_Alfadex)
O OO eleXe)
INN ”” (Genetical Recombination)””
INN
r-INN
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INN

JAN

r-INN

INN
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IUPAC

/monohydrate
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CAS CAS
CAS
CAS
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